Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.002 Å; R factor = 0.022; wR factor = 0.054; data-to-parameter ratio = 43.6.
Related literature
For applications of tin-based materials, see: Dutrecq et al. (1992) ; Basu Baul et al. (2011) . For related structures, see: Zhang et al. (2010) .
Experimental
Crystal data [Sn 5 (CH 3 ) 15 
Data collection
Nonius KappaCCD diffractometer Absorption correction: multi-scan (SCALEPACK; Otwinowski & Minor, 1997) T min = 0.426, T max = 0.644 15302 measured reflections 7932 independent reflections 7236 reflections with I > 2(I) R int = 0.020 Refinement R[F 2 > 2(F 2 )] = 0.022 wR(F 2 ) = 0.054 S = 1.09 7932 reflections 182 parameters H-atom parameters constrained Á max = 1.14 e Å À3 Á min = À0.85 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). The aim of combining organotin and carboxyalkylphosphonate is to exalte the biocidal activity in the resulting title complex. Only a few structures related to the title compound have been reported (Zhang et al., 2010) . Table 1 ).
Experimental
The title compound was synthesized by the reaction in ethanol (30 ml) of carboxymethylphosphonic acid (0.161 g, 1.13 mmol), KOH (0.229 g, 3.39 mmol) and trimethyltin(IV) chloride (0.675 g, 3.39 mmol) in a 1:3:3 ratio. The mixture was stirred around two hours at room temperature. Suitable crystals for X-ray diffraction were obtained after a slow evaporation of the solvent; m.p. 463-464 K.
Refinement
Water H atoms were found in a difference map and included at those positions. Other H atoms were placed in geometrically calculated positions with C-H = 0.98 Å for methyl-H and 0.99 Å for methyelene-H, and refined using a riding model with U iso (H)= x U eq (carrier atom); x = 1.2 or 1.5.
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Computing details
Data collection: COLLECT (Nonius, 2003) ; cell refinement: SCALEPACK (Otwinowski & Minor, 1997) ; data reduction:
DENZO (Otwinowski & Minor, 1997) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 2012) ; software used to prepare material for publication: publCIF (Westrip, 2010) . Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (iv) x−1/2, y+1/2, z; (v) −x+1/2, −y+3/2, −z.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )

